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Date Mailed: 11/16/2001 



NOTICE TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS 
CONTAINING NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE 

DISCLOSURES 

ADDlicant is qiven TWO MONTHS FROM THE DATE OF THIS NOTICE within which to file > the items in dicat ed 
SS^^StoStonmeiit Extensions of time may be obtained under the prov.sions of 37 CFR 1 .1 36(a). 

. This application does not contain a statement that the content of the sequence listing M"™l°"™ orded 
in computer readable form is identical to the written (on , pape, °;™^.f« f J^l^ En £L) or 
where applicable, includes no new matter, as required by 37 CFR 1 .821(e) 1 .821 w^-f^'^^ 0 '' ° r 
1 825(d) ADDlicant must provide such statement. If the effective filing date .s on or f e F* em ter 8. 
200C ^ see Ihe fi^al rulemaking notice published in the Federal Register at 65 FR 54604 (September 8, 
2000) and 1 238 OG 145 (September 19, 2000). ^ Inr 

. The computer readable form that has been filed with this application has been found to be damaged and/or 
uniadaWe as indicated on the attached CRF Diskette Problem Report. A substitute computer readable 
form musi be^ submitted as required by 37 C.F.R. 1 .825(d). ^^Jl^^^^^^ 
readable form (CRF) copy of the "Sequence Listing" and a statement that the content of the sequence 
^n^ton R SSrSld in compter readable form is identical to thewritten (on paper ^,»rt*sc) 
seauence listinq and where applicable, includes no new matter, as required by 37 CFR 1.821(e) l.B^i(n, 
1 821(q) 1 S>) or V 825(d) If applicant desires the sequence listing in the instant application to be 
identical with thit of another* application on file in the U.S. Patent and Trademark Office, such request m 
accordance with 37 CFR 1 .821(e) may be submitted in lieu of a new CRF. 



For questions regarding compliance to these requirements, please contact: 

. For Rules Interpretation, call (703) 308-4216 
. To Purchase Patentln Software, call (703) 306-2600 
. For Patentln Software Program Help, call (703) 306-4119 or e-mail at 
patin21help@uspto.gov or patin3help@uspto.gov 



A copy of this notice MUST be returned with the reply. 



Customer Service Center 
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Initial Patent Examination Division (703) 308-1202 

PART 2 - COPY TO BE RETURNED WITH RESPONSE 




PAW SEQUE NCE LISTING 
ERRQRJREPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
CertteSTlQ deTected errors when processing the following computer readable 
form: 

OX/?*? 



Application Serial Number: 
Source: 
Date Processed by STIC: 



THF ATTACEIED PRINTOUT EXPLAINS DETECTED ERRORS. 

F OR N cS?uJmIS?ION L QUEST^ PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION. PLEASE CONTACT £0 «. :RT WAX 703-308-42,6. 
PATENTIN 2.1 c-mai. help: piifin?.! help^uspto.goy or phone 703 ^306-4 IS £R*W"> 
PATENTIN 3.0 c-mail help: P *tin3hHnrS)» S nto. g ov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHEQCER 
vSS PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence hang .s .n 
Stance with format and content rules. Checker Version 3 0 works for sequence hstmgs 
Snerated for the original version of 37 CFR §§1 821 - 1 825 effect.ve October 1 1990 (old 
Kles) a^d the revsed version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checked Vefsion 3.0 replaces the previous DOS-based vers.on of Checker, and ,s Y2K- 
compliant. Checker allows public users to check sequence l.st.ngs m Computer Readable form 
fcRF before submitting them to the United States Patent and Trademark Office (USPTO). 
Useof Checker prior to filing the sequence listing is expected to result m fewer errored sequence 
listings, thus saving time and money. 

ru„u„ Vision -> « h, down lo , H,d from the USPTO website at the following addres s: 

http://www.uspto;goy^ > 



? 



IU*r Sequence Lls-tlng Error Summary 



ERROR DETECTED 

ATTN: NEW RULES CASES 

1 Wrapped Nudeics 

Wrapped Aminos 



■ 2 . Invalid Line Length 

3 Misaligned Amino 

Numbering 

< Non-ASCII 



5 [Variable Length- 



6 Patentln 2.0 

**bug** 



Skipped Sequences 
"(OLD RULES) 



8 Skipped Sequences 

(NEW RULES) 



9 Uie of n'a or XaVi 

(NEW RULES) 



10 Invalid <2I3> 

Respond 




II t/Un of <220> 



12 



Patentln 2.0 
"bug" 



SUGGESTED CORRECTION ^ SERIAL NUMDER:_/^Zf ?3 

i f LEASE DISRECARD ENCLISIC "ALPHA" HEADERS. WHICH WERE INSERTED D V 

TU numbcrAext .1 the end of each line -wrapped down to the next line. Jhlf may occur ifyour fi 
was rctocved in * word processor »fUr creating H. Pleaie adjust your right mupn to J; I hit will 
prevent "wrapping," - - * - 

The rulci require that a line not ciceed 72 chancier! in length, "hui includes white ipacci. 

The numbering under each 5* a/nino .cid it misaligned. Do *ot use Ub codet between numbers; 
use apace ch«r»cten, instead. 

The aubmitlcd file was not aaved in ASCll(DOS)lcxt, as reared by the S<ouence Ruler Hewe 
ensure your iulK«utn( aubmJUstonb aaved In ASCII Urt. ' 

V % 

Scquence<i) contain n's or Xaa*. representing more thin, one residue. Per Sequence Rule., 
each n or XaTTan only represent * ilngU residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be miffing. 

A "bug" in Patentln version 2.<fhls c^jed fiCc <220>-<323>*cction to be missing from amino acid 

sequencers) Normally. Patentln woul(f autorruU>lfy fc generale this section from the 

previously coded nucleic acid sequence. Please manually copy th« relevant <220>-<223> section to 
the aubsequcnt amino acid sequence. This . rP Ue. Co the mandatory <220>-<223> sections for 
Artificial or Unknown aequencca. 

Sequcnce<s) missing. If intentional, please insert the following lines for each ikipped tcquenc 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" U shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID.NO where "X" is shown) 
This sequence is intentionally fkipped 

Please also adjust the "(ii) NUMDER OF SEQUENCES " response lo Include the skipped sequence: 
Sequence^) missing. If Intentional, please insert thrc following lines for each skipped scque. 



<210> scQ ucnCC number 
<«00> aequencc id number 
000 

/ -" 

Use ofn'i and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if ns wX.i'i are present. 

In <220> to <223> section, please explain location of n or Xaa. and which residue n or X»a represent 

Per 1 E23 of Sequence Rules, the only valid <2I3> responses are: Unknown, Artificial Sequence, or 
icicntific'namc (Genus/sp^ies). <220>-<223> section is required when <2I3> response is Unknowr 
is Artificial Sequence 

Scqucncc<s) missing the <220> -Feature" and associated numeric identifiers and responses. 

Use of <220> to <223> is MANDATORY if <2I3> 'Organism" response is -Artificial Sequence" or 

"Urucnown." Please explain source of genetic material in <220> Id <223> section. 

(Sec "Federal Reg^er." 06/0 I/I 998. Vol. 63. No. 104. pp. 2963 1-32) (Sec. I.S23 of Sequence Rule 

Please do not use "Copy lo Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use -File Manager" or any other manual means to copy file lo floppy d.sk. 



Misuse of n 



h tan only be used lo represent a single nucleotide in a nucleic acid aequencc. N if not used lo rcpres 
any value not specifically a nucleotide. 

AMC/MH - Biotechnology Systems Dranch - OS/2 1/200 1 



Page 2 of 3 




VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/978,297 



DATE: 11/01/2001 
TIME: 10:31:16 



Input Set : A:\SEQUENCE LISTING . txt 
Output Set: N:\CRF3\11012001\I978297.raw 



3 M:283 W: Missing Blank Line separator, <120> field identifier 

> M:283 W: Missing Blank Line separator, <130> field identifier 

5 M:270 C: Current Application Number differs, Replaced Current Application 

5 M-.271 C: Current Filing Date differs, Replaced Current Filing Date 

5 M:283 W: Missing Blank Line separator, <160> field identifier 

L3 M:258 W: Mandatory Feature missing, <220> FEATURE: 

L3 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

L3 M:283 W: Missing Blank Line separator, <400> field identifier 

20 M:258 W: Mandatory Feature missing, <220> FEATURE: 

20 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

20 M:283 W: Missing Blank Line separator, <400> field identifier 
11 M:258 W: Mandatory Feature missing, <220> FEATURE: 

11 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

21 M:283 W: Missing Blank Line separator, <400> field identifier 
34 M:258 W: Mandatory Feature missing, <220> FEATURE: 

34 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 
34 M:283 W: Missing Blank Line separator, <400> field identifier 



;://C:\CRF3\Outhold\VsrI978297.htm 



11/1/01 



